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ENZ-53(D3) 



INFORMATION FOR SEQ 10 NO: 



(i) SEQUENCE CHARACTERISTICS: 

( A) LENGTH: 20 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



SI Q ID: I'A 

(ii) 

(iii) 

(ix) 



\K)| 1(111 I YPI peptide 

HYPOTHETICAL: NO 

SI Ol I.M I HI SCRUM ION 



SI Q ID NO: 



Glv Phe PheGly Ala He AlaGK 



a(ilv PheLeuGluGly Gly Trp Glu Gly 
10 1 ? 



Met lie Ala Gly 
20 



(3) 



INFORMATION FOR SFIQ ID NO. 2 
(i) 



SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS; 

(D) TOPOLOGY: linear 



double 



(ii) 

(iii) 

(ix) 



MOLECULE TYPE: DNA (genomic) 
HYPOTHETICAL: NO 

SEQUENCE DESCRIPTION: SEQ ID NO: 



TGCTCTCTAA GGGTCTACTC 
20 



(4) 



(i) 



INFORMATION FOR SEQ ID NO. 3: 

SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(ii) 
(iii) 



CTCTA AGGTA AATAT 
15 



MOLECULE TYPE: DNA (genomic) 
HYPOTHETICAL: NO 
SFOUENCE nESCRIPTION: 



SEQ ID NO: 



(5) 



INFORMATION FOR SEQ ID NO. 4: 



(\) SEQUENCE CHARACTERISTICS: 
V ( A) LENGTH: 16 base pairs 

(B) TYPF ' nucleic acid 

( C) STRANDEDNESS: double 

( D) lol'OLOGY: linear 



SEQ ID: PA 



( ii) MOI I ( 1 1 1 IVl'l DNA (genomic) 

HYPOTHETICAL: NO 
(ix) SK..I l \t I I>1 S( KII'HON: SEQ ID NO: 



I ( , I A I I I I AC i ATI CAA 
16 



(6) 



INFORMATION FOR SHQ ID NO. 5: 

t\) SFOUENCH CHARACTERISTICS: 

( A) X LENGTH: 19 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 



(iii) 
(ix) 



HYPOTHETICAL: YES 

SEQUENCE DESCRIPTION: SHQ ID NO: 



TGCTCTCTAA GGTAAATAT 
19 



(7) 



INFORMATION FOR SHQ ID NO. 6 
(') 



(ii) 

(iii) 

(ix) 



SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

MOLECULE TYPE: DNA (genomic) 
HYPOTHETICAL: YES 

SEQUENCE DESCRIPTION: SEQ ID NO: 



.-.-T- .-mTjr. r.r.rrTACTC 

| l^j i A I i 1 1 / Hi VJVj • - ■ ■ 



10 



(8) INFORMATION FOR SHQ ID NO 7: 



(i) SI Ql I N( 1 CHARACTERISTICS: 

( A) LENGTH: 19 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) 



Mi )| l CUI I. TYPE: mRNA 



SI (.) ID: PA 



(iii) HVI'OIIII IKAL: YES 

(ix) SI ul I Ml Dl SCRUM ION: SEQ ID NO: 



UGCUCUCUAA GGUAAAUAU 
19 



(9) 



INFORMATION FOR SHQ ID NO. 8 
(') 



SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 base pairs 

(B) I YPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: mRNA 



(iii) 
(ix) 



HYPOTHETICAL: YES 

SEQUENCE DESCRIPTION: SEQ ID NO: 



UGUAUUUUAG GGUCUACUC 
19 

(lO)INFORMATION FOR SEQ ID NO. 9 
(i) 



SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 
(I)) TOPOLOGY: linear 

(ii) MOLECULE TYPE: mRNA 

(iii) HYPOTHETICAL: YES 

(ix) SEQUENCE DESCRIPTION: SEQ ID NO: 



UGCUCUCUAA GGGUCUACUC 
20 



(11, INFORMATION FOR SEQ ID NO. 10 
(i) 



SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 49 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 

(A) Description: desc - "oligonucleotide" 



(iii) 



HYPOTHETICAL: YES 



SEQ ID: PA 1 



(1X ) SIQl INn 1)1 S( Kli'IION: SEQIDNO: 10: 
CCAAMCCIC TCGAGCTCTG ATCACCACCA TGGACACGA. TAACATCGC 



49 



(1 2) INFORMATION FOR SEQ ID NO. M: 

(i) SEQUENCE CHARACTERISTICS: 

(A) I I AGUE 55 base pairs 

(B) 1 YPE: nucleic acid 

(C) SI RAND1 DM SS: single 

(D) TOPOLOGY: linear 

MOLECULE TYPE: other nucleic acid 
(A) Description: /desc - "oligonucleotide" 



(ii) 



HYPOTHETICAL: YES 

SEQUENCE DESCRIPTION: SEQIDNO: 11: 
GACTAGTTGG TCTCGTCTCT TTTTTGGAGG AGTGTCGTTC TTAGCGATGT TAATC 



(iii) 
(ix) 



55 

(13) INFORMATION FOR SEQ ID NO. 12: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 46 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 

(A) Description: desc = "oligonucleotide" 

(iii) HYPOTHETICAL: YES 

(ix) SEQUENCE DESCRIPTION. SEQIDNO: 12: 

GGAATTCGTC TCGGAGAAAG GTAAAATTCT CTGACATCGA ACTGGC 
46 



(14)INFORMATION FOR SEQ ID NO. i 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) I I \GI!I: 33 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE T YPE: other nucleic acid 

(A) Description: desc "oligonucleotide" 



SEQ ID: PA 

(iii) HYPOTHETICAL: YES 
(ix) SEQl I Ni l DI-SCRIPTION: 
GACTAGTGGT CTCCCCTTAC, AGAGCATGTC AGC 



% 



Si t.) II) NO: 



(15)!NK)RMATION FOR SEQ ID NO. 14: 
(i) 



(ii) 

(iii) 
(ix) 



SEQUENCE CHARACTERISTICS: 

(A) LI NG1H: 33 base pairs 

(B) TYPE: nucleic acid 
STRANDEDNESS: single 



(O 
(D) 



TOPOLOGY: linear 



MOLECULE TYPE: other nucleic acid 
(A) Description: /desc - "oligonucleotide" 

HYPOTHETICAL: YES 

SEQUENCE. DESCRIPTION: SEQ ID NO: 



GGAATTCGGT CTCGGGTCT A CTCGGTGGCG AGG 



(16) INFORMATION FOR SEQ ID NO 
(i) 



SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 27 base pairs 

1'YPE: nucleic acid 

STRANDEDNESS: single 
(D) TOPOLOGY: linear 



(») 

(C) 



(ii) 

(iii) 
(ix) 



MOLECULE TYPE: other nucleic acid 
(A) Description, /desc = "oligonucleotide" 



HYPOTHETICAL: YES 
SEQUENCE DESCRIPTION: 



SEQ ID NO: 



GACTAGTCGT TACGCGAACG CAAAGTC 

( I7) INFORMATION FOR SEQ ID NO. 16 

(i) 



(ii) 



SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 36 base pairs 

(H) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

MOLECULE TYPE: other nucleic acid 
(A) Description: desc - "oligonucleotide' 



SEQ ID: PA 

(iii) HYPOTHETICAL: Yl> 

(ix) SKH I Ml 1)1 SCRIPIIOV SIX) ID NO: 

C,(,AAI ICGIC TCTAAGGTAA A I A I A AAA I I TTTAAG 

36 

( 18) INFORMATION FOR SFQ ID NO 17: 

(i) M-.Ol'l NC F CHARACTERISTICS: 

(A) LENGTH: 40 base pairs 

(B) TYPE". nucleic acid 

(C) S| HANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE other nucleic acid 

(A) Description desc - "oligonucleotide" 

(iii) HYPOTHETICAL: YES 



(ix) 



GACTAGTCGT CTCTGACCCT AAAATACACA AACAATTAGA 
40 



(19) INFORMATION FOR SF.Q ID NO. 18 

(0 



(■i) 



SEQUENCE CHARACTERISTICS: 

(A) LENGTH; 92 base pairs 

(B) TYPE: nucleic acid 
,C) STRANDEDNESS: double 
(D) TOPOLOGY: linear 

MOLECULE TYPE; DNA (genomic) 



(iii) HYPOTHETICAL: YES 



16: 



SEQUENCE DESCRIPTION: SEQ ID NO: 17: 



(ix) 



SEQUENCE DESCRIPTION: SEQ ID NO: 18: 



GGAATTCGTC TCGAGCTCTG ATCACCACCA TGGACACGAT TAACATCGCT 
AAGAACGACA 60 



CICCrCCAAA AAAGAGACG A C 
02 



ACCAAC1AG IC 



(20) INFORMATION FOR SEQ ID NO. 19: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 46 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



SEQ ID: PA 



(ii) MOl I Cl I.I IYPF DNA (genomic) 

(iii) IIVI'ollll.lK. Al.: YES 

(ix) SI OI I NCI 1)1 St RIPHON: SEQ ID NO: 19. 

GGAATTCGTC TCGGAGAAAG ( i I AAA \ I T C I CTGACATCGA ACTGGC 
46 

(2 1 ) INFORMATION FOR SEQ ID NO. 20: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 106 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 

(iii) HYPOTHETICAL YES 

(ix) SEQUENCE DESCRIPTION: SEQ ID NO: 20: 

GGAATTCGTC TCGAGCTCTG A TCACCACCA TGGACACGAT TAACATCGCT 
AAGAACGACA 60 

CTCCTCCAAA AAAGAGAAAG GTAAAATTCT CTGACATCGA ACTGGC 
106 

(22) INFORMATION FOR SEQ ID NO. 21: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 

(iii) HYPOTHETICAL: NO 

(ix) SEQUENCE DESCRIPTION: SEQ ID NO: 21: 

. T . . ] * \r- \ \rr-\c r Terr rr. ACA TCGAACIGGC 

A TGGACACGA HAAlAilul UvAwAALoAL 

50 

(23) INFORMATION FOR SEQ ID NO. 22: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 77 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



• % 



SI () ID: PA 



(ii) I ( I I I I Vl'l DNA (genomic) 

(iii) IIVIHUIII lie AL: VI S 

(ix) SI Ql I ML Ul SCKIPIIOV SEQ ID NO: 22: 

ATGG ACACGA TTAACATCGC TAAGAACG AC ACICC TCCAA AAAAGAGAAA 
GGTAAAATTC 60 

TCTGACATCG AACTGGC 
77 

(24) INFORMATION FOR SFQ ID NO. 23: 

(j) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 69 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) 



MOLECULE TYPE: other nucleic acid 
(A) Description: 'desc = "oligonucleotide" 



(iii) HYPOTHETICAL: YES 



(ix) 



SEQUENCE DESCRIPTION: SEQ ID NO: 22 



GATCATTAGA CCAGATCTGA GCCTGGGAGC TC TCTGGCTA ACTAGGGAAC 
CCACTGCTTA 60 

AGCCTCAAG 
69 



(25) INFORMATION FOR SEQ ID NO. 24: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 69 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

MOLECULE TYPE: other nucleic acid 
(A) Description: dese "oligonucleotide' 

(iii) HYPOTHETICAL: YES 



(ix) 



SEQUENCE: DESCRIPTION: SEQ ID NO: 24: 



GATCCTTGAG GCTTAAGCAG TGGGTTCCCT AGTTAGCCAG AGAGCTCCCA 
GGCTCAGATC 60 



TGGTCTAAT 
69 



SI Q ID: PA 



(26) INFORMATION FOR SEQ ID NO. 25 

(i) 



(ii) 



SI (H I Ml C ll\RAC II RISIK S: 

(A) LENG I ll: 61 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

\K)[ |(1 I 1- TYPE: other nucleic acid 
(A) Description: desc -- "oligonucleotide" 



(iii) HYPOTHETICAL: YES 



(ix) 



SEQUENCE DESCRIPTION: SEQ ID NO: 25: 

GATCACCTTA GGCTCTCCTA TGGCAGGAAG AAGCGGAGAC AGCGACGAAG 
ACCTCCTCAA 60 



61 



(27) 



INFORMATION FOR SEQ ID NO. 26: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 61 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) 



MOLECULE TYPE: other nucleic acid 
(A) Description: 'desc - "oligonucleotide" 



(iii) HYPOTHETICAL: YES 



(ix) 



SEQUENCE DESCRIPTION: SEQ ID NO: 26: 

GATCCTTGAG GAGGTCTTCG TCGCTGTCTC CGCTTCTTCC TGCCATAGGA 
GAGCCTAAGG 60 



61 

(28) INFORMATION FOR SEQ ID NO 27: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 62 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) 



MOLECULE: TYPE: other nucleic acid 
(A) Description: desc - "oligonucleotide" 



SEQ ID: PA 



HVI'OIIII.IK AI VI S 
( ix) si Ol I M 1 1)1 S( RII'IK'N SEQ ID NO: 27: 

GATC ATAGTG AATAGAGTTA GGCAGGGA I A CTCACCATTA TCGITTCAGA 
CCCACCTCCC 60 



AG 

62 



(29) INFORMATION FOR SEQ ID NO 28 

(0 



(ii) 



SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 62 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

MOLECULE TYPE: other nucleic acid 
(A) Description ,'desc -■ "oligonucleotide" 



(iii) HYPOTHETICAL: YES 



(ix) 



SEQUENCE DESCRIPTION: SEQ ID NO: 



28: 



GATCCTGGGA GGTGGGTCTG AAACGATAAT GGTGAGTATC CCTGCCTAAC 
TCTATTCACT 60 



AT 

62 



(30) 



INFORMATION FOR SEQ ID NO. 29: 
(i) 



(ii) 



(iii) 



SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

MOLECULE TYPE: other nucleic acid 
(A) Description: desc - "oligonucleotide" 

HYPOTHETICAL. YES 



(iv) ORIGINAL SOURCE: 

(A) ORGANISM: TER-1 



(x) 



SEQUENCE: DESCRIPTION: SEQ ID NO: 29: 



AATCTAGAGC TAACAAAGCC CGA AAGGAAG 
30 



SEQ ID: PA ( 



(31) INFORMATION FOR SFQ 11) NO. 30 

(i) 



SFQWFNCF CHARACTERISTICS: 
(A)* II AG I II: 28 base pairs 

(15) TYPE nucleic acid 

(C) S IRANI M.DM SS: single 
([)) TOPOLOGY: linear 

(ii) MOLECULE TYPI-:: other nucleic acid 

(A) Description desc "oligonucleotide" 

(iii) llYPOHll 1ICAF YES 



(ix) 



SEQUENCE DESCRIPTION: SEQ ID NO: 



TTCTGCAGAT ATAGTTCCTC CTTTCAGC 
28 

(32) INFORMATION FOR SEQ ID NO. 3 

(i) 



SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 70 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 
ID) TOPOFOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 

(A) Description: /desc = "oligonucleotide" 

(iii) HYPOTHETICAL: YES 



(ix) 



SEQUENCE DESCRIPTION: SEQ ID NO: 31: 



TCGAGCCATG GCTTAAGGAT CCGTACGTCC GGAGCTAGCG GGCCCATCGA 
TACTAGTTAA 60 



ATGCAGATCT 
70 



(33) 



INFORMATION FOR SEQ ID NO. 32: 
(i) 



(ii) 



SEQUENCE CHARACTERISTICS: 
(A) LENG i H: 70 base pairs. 

(j$> 1YPF: nucleic acid 

(C) S1RANDI DNFSS: single 

(D) TOPOLOGY: linear 

MOI.ECULF: TYPE: other nucleic acid 
(A) Description: desc -- "oligonucleotide" 



(iii) HYPOTHETICAL: YES 



(ix) 



SEQUENCE DESCRIPTION: SEQ ID NO: 



SEQ ID: PA 



CVAOAOATCT OCATITAACT AOTATCAK, (,GCCCC,CTA<, CTCCCK.ACX, T 

ACGGATCCTF 60 

AAGCCATGGC 
70 

(34) INFORMATION FOR SEQ ID NO. 33: 

Si gn NCI. CHARACTERISTICS: 

(A) LENGTH: 29 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 



(i) 



(ii) 

(iii) 
(ix) 



MOLECULE TYPE: other nucleic acid 
(A) Description: /desc - "oligonucleotide" 

HYPOTHETICAL: YES 

SEQUENCE DESCRIPTION: SEQ ID NO: 



CATGAAATTA ATTCGACTCA CTATACGGA 



29 



(35) INFORMATION FOR SEQ ID NO. 34 

(i) 



(ii) 



(iii) 



SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 29 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 

(D) TOPOLOGY: linear 

MOLECULE TYPE: other nucleic acid 
(A) Description: 'desc = "oligonucleotide" 

HYPOTHETICAL: YES 



(ix) SEQUENCE DESCRIPTION: SEQ ID NO: 



TTTAATTAAG CTGAGTGATA TGCCTCTAG 
29 



(i) 



( 36) INFORMATION FOR SEQ ID NO i.v 

SEOUENCE CHARACTERISTICS: 

(A) ' LENGTH: 72 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: other nucleic acid 

(A) Description: desc ■- "oligonucleotide" 



SI Q ID: PA 



(iii) iivi'oiiii iical yes 

(ix) SI Ql IV I Dl S( RUM l<>\: SEQ ID NO: 35: 

GATCCGGATT CiAClCiC 1 I A AC i CAGTGGGTTC CCTAG 1 TAGC CAGAGAGCTC 
CCAGGCTCAG 60 

ATCTGGTCTA AT 
72 



(37) 



INFORMATION FOR SEQ >D NO. 36: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 72 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) 



MOLECULE TYPE: other nucleic acid 
(A) Description: /desc - "oligonucleotide" 



(iii) HYPOTHETICAL: YES 



(ix) 



SEQUENCE DESCRIPTION: SEQ ID NO: 36: 



CCGGATTAGA CCAGATCTGA GCCTGGGAGC TCTCTGGCTA ACTAGGGAAC 
CCACTGCTTA 60 



AGCCTCAATC CG 
72 



(38) INFORMATION FOR SEQ ID NO. 37: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 66 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 

(A) Description: /desc - "oligonucleotide" 

(iii) HYPO Fiil: i iCAL; YES 



(ix) 



SEQUENCE DESCRIPTION: SEQ ID NO: 



37: 



GATCCGGACC TTGAGGAGGT CTTCGTCGCT GTCTCCGCTT CTTCCTGCCA 
TAGGAGAGCC 60 



"I'AAGGT 
66 



(39) 



INFORM A I ION FOR SEQ ID NO. 38: 



SI Q ID: PA 



(i) SI.Ql I Ml ( HAR.U 11 RISIICS: 
( A) I I N( i I H: 66 base pairs 
(11) TYPE: nucleic acid 
(C) SIR DM SS. single 
([)) TOPOLOGY: linear 

(ii) MOLECULE TYPE other nucleic acid 

(A) Description: 'desc - "oligonucleotide" 

(iii) HYPOTHETICAL: YES 



(ix) 



SEQUENCE DESCRIPTION: SEQ ID NO: 



CCGGACCTTA 
ACCTCCTCAA 60 

GGTCCG 
66 



GGCTCTCCTA TGGCAGGAAG AAGCGGAGAC AGCGACGAAG 



(40) INFORMATION FOR SEQ ID NO. 39: 



(i) SEQUENCE CHARACTERISTICS: 

(A) ' LENGTH: 65 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) 



MOLECULE TYPE: other nucleic acid 
(A) Description: 'desc - "oligonucleotide" 



(iii) 
(ix) 



HYPOTHETICAL: YES 

SEQUENCE DESCRIPTION: SEQ ID NO: 39: 

GATCCGGATG GGAGGTGGGT CTGAAACG AT AATGGTGAGT ATCCCTGCCT 
AACTCTATTC 60 

ACTAT 

65 

(41 ) INFORMATION FOR SEQ ID NO 40: 

(i) SEQUENCE CHARACTERISTICS: 

(A) I I NCI II: 65 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

MOLECULE TYPE:: other nucleic acid 
(A) Description desc - "oligonucleotide" 



(ii) 



(iii) 



HYPOTHETICAL: YES 



SEQ ID: FA 

(ix) SEQUENCE INSCRIPTION: SEQ ID NO: 40: 

('(.( i( i A l\< 1 1 ( i AAIAGAGI 1A GG( AGGGAI \ CTCACCATTA TCGTTTCAC, 
CCCACCTCCC 6() 

ATCCG 

65 



;42) INFORMATION I OR SEQ ID NO 41 : 

(i) SI (H I NC ! CHARACTERISTICS: 

(A) I I \( 1 1 II: 67 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 

(A) Description: 'desc - "oligonucleotide" 

(iii) HYPOTHETICAL: YES 

(ix) SEQUENCE DESCRIPTION: SEQ ID NO: 41: 

GATCAGCATG CCTGCAGGTC GACTCTAGAC CCGGGTACCG AGCTCGCCCT 
ATAGTGAGTC 60 

GTATTAT 
67 



(43) INFORMATION FOR SEQ ID NO. 42: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 67 base pairs 
(13) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 
(A) Description desc = "oligonucleotide" 

(iii) HYPOTHETICAL: YES 

(ix) SEQUENCE DESCRIPTION: SEQ ID NO: 42: 

CCGGATAATA CG AC 1 C ACTA TAGGGCG AGC TCCiGTACCCG GG I C I AG/ 
CGACCTGCAG 60 




GCATGCT 
67 



